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Language: Spanish

Total number of student
study hours:
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SUBJECT DESCRIPTION

Current biomedical research technologies can generate large flows of quantitative and qualitative information. The
enormous volume of this data makes it impossible to manage without the aid of information technologies, which
allow access to the data through the internet and the development of automatic processing methods. Due to the
existing diversity of experimental techniques, the set of all these data is also extremely heterogeneous. And, to
complicate things further, most of these methods are not limited to giving a numerical or visual interpretation of the
test data. On the contrary, and thanks to the incorporation of statistical and biophysical techniques and models,
they are predictive.

Although its formal definition is controversial, bioinformatics can easily be understood as the scientific discipline
that deals with the ordering, classification, analysis and prediction of biological data. Basic Bioinformatics
introduces students to this complex scientific field. However, there is an enormous quantity, variety and complexity
of bioinformatics methods and resources in existence today. And, as in all scientific fields, they are continually
being revised, improved and innovated. For this reason, the overall approach of the subject emphasises (1)
obtaining an overview of the methods, while (2) acquiring basic skills in the most established areas of
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bioinformatics. All future biomedics must acquire the knowledge and skills to be able to analyse and interpret the
wide range of data that the current technological reality brings to research. In this introductory course, the student
will be given a multidisciplinary introduction to basic techniques for managing and processing very different test
data, from fields as varied as structural biology, pharmacology, genomics or systems biology. Likewise, students
will learn some basic predictive methods through which they will be able to produce scientific knowledge for
themselves.

As a complement, the course will also highlight the essential character of computational methods in the design of
experiments and in the transitional procedures of biomedical research projects.

SKILLS

Basic Skills

Students must have demonstrated knowledge and understanding in an area of study that is founded on general
secondary education. Moreover, the area of study is typically at a level that includes certain aspects implying
knowledge at the forefront of its field of study, albeit supported by advanced textbooks

Students must be able to apply their knowledge to their work or vocation in a professional manner and possess
skills that can typically be demonstrated by coming up with and sustaining arguments and solving problems within
their field of study

Students must have the ability to gather and interpret relevant data (usually within their field of study) in order to
make judgments that include reflections on pertinent social, scientific or ethical issues

Students must be able to convey information, ideas, problems and solutions to both an expert and non-expert
audience

Students must have developed the learning skills needed to undertake further study with a high degree of
independence

General Skills

Acquire the necessary skills for analysis, criticism and synthesis applied to the issues pertaining to the field of
biomedicine.

Acquire the skills needed for experimental work:  its design and execution, the compilation of results and the
obtention of conclusions, understanding the limitations of an experimental approach.

Specific skills

Know and understand the applicability of multidisciplinary techniques that include concepts of the chemistry of
nucleic acids and proteins, sequencing and analysis of these biomolecules embodied in the area of bioinformatics.

DISTRIBUTION OF WORK TIME

CLASSROOM-BASED ACTIVITY INDEPENDENT STUDY/OUT-OF-CLASSROOM
ACTIVITY

45   hours 67,50   hours
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